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Office Action Summary 



Application No. 
09/328,877 



Appliccffi(s) 



Gurney et al. 



Examiner 

Sharon L. Turner, Ph.D. 



Group Art Unit 
1647 




(3 Responsive to communication(s) filed on 1-1&-00 

□ This action is FINAL. 

□ Since this application is in condition for allowance except for formal matters, prosecution as to the merits is closed 
in accordance with the practice under Ex parte Qusj#§35 CD. 11; 453 O.G. 213. 

A shortened statutory period for response to this action is set to expire 1_ month(s), or thirty days, whichever is 

longer, from the mailing date of this communication. Failure to respond within the period for response will cause the 
application to become abandoned. (35 U.S.C. § 133). Extensions of time may be obtained under the provisions of 
37 CFR 1.136(a). 



Disposition of Claim 

B Claim(s) 1-41 



. is/are pending in the applicat 



Of the above, claim(s) j 

□ Claim(s) 

□ Claim(s) 

□ Claim(s) 

29 Claims ±41 



is/are withdrawn from consideration 

is/are allowed. 

is/are rejected. 

is/are objected to. 



. are subject to restriction or election requirement. 



Application Papers 

□ See the attached Notice of Draftsperson's Patent Drawing Review, PTO-948. 

□ The drawing(s) filed on is/are objected to by the Examiner. 

□ The proposed drawing correction, filed on is □ approved C]jisapproved. 

□ The specification is objected to by the Examiner. 

□ The oath or declaration is objected to by the Examiner. 

Priority under 35 U.S.C. § 119 

□ Acknowledgement is made of a claim for foreign priority under 35 U.S.C. § 119(a)-(d). 

□ All L3>ome* [Njone of the CERTIFIED copies of the priority documents have been 

□ received. 

□ received in Application No. (Series Code/Serial Number) . 

□ received in this national stage application from the International Bureau (PCT Rule 17.2(a)). 
*Certified copies not received: 



□ Acknowledgement is made of a claim for domestic priority under 35 U.S.C. § 119(e). 

Attachment(s) 

□ Notice of References Cited, PTO-892 

□ Information Disclosure Statements), PTO-1449, Paper No(s). 

□ Interview Summary, PTO-413 

□ Notice of Draftsperson's Patent Drawing Review, PTO-948 

□ Notice of Informal Patent Application, PTO-152 
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DETAILED ACTION 

Election/Restriction 

1 . Restriction to one of the following inventions is required under 35 U.S.C. 121 : 

I. Claims 1-23 and 34-38, drawn to polynucleotides, classified in class 536, 
subclass 23.1. 

II. Claims 24-32, drawn to polypeptides, classified in class 530, subclass 350. 

III. Claim 33, drawn to antibodies, classified in class 530, subclass 387.1 . 

IV. Claims 39-41 , drawn to a method of identifying an agent, classified in class 436, 
subclass 518. 

2. The inventions are distinct, each from the other because of the following reasons: 

3. Groups I-III are related as products. The products are different each from the other as 
they are comprised of different structural and functional features including nucleic acids, amino 
acids, heavy and light chains and are capable of hybridization, acting as an immunogen and 
directing an immune response. 

4. Inventions I and IV are related as product and process of use. The inventions can be 
shown to be distinct if either or both of the following can be shown: (1) the process for using the 
product as claimed can be practiced with another materially different product or (2) the product 
as claimed can be used in a materially different process of using that product (MPEP 

§ 806.05(h)). In the instant case the process for using the cell line can be practiced with 
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Alzheimer's brain tissue and the cell line can be used in the process of producing alternative 
fusion polypeptides via transfection of nucleic acid vectors. 

5. Because these inventions are distinct for the reasons given above and have acquired a 
separate status in the art as shown by their different classification, and their recognized divergent 
subject matter, restriction for examination purposes as indicated is proper. 

6. Because these inventions are distinct for the reasons given above and the search required 
for each of the groups is not required for any other group, restriction for examination purposes as 
indicated is proper. 

7. This application contains claims directed to the following patentably distinct species of 
the claimed invention: hhsel-10 polynucleotides and polypeptides and hmsel-10 polynucleotides 
and polypeptides. 

Applicant is required under 35 U.S.C. 121 to elect a single disclosed species for 
prosecution on the merits to which the claims shall be restricted if no generic claim is finally held 
to be allowable. Currently, claims 1, 2, 19, 21, 24, 32, 34 and 39 are generic. 

Applicant is advised that a reply to this requirement must include an identification of the 
species that is elected consonant with this requirement, and a listing of all claims readable 
thereon, including any claims subsequently added. An argument that a claim is allowable or that 
all claims are generic is considered nonresponsive unless accompanied by an election. 

Upon the allowance of a generic claim, applicant will be entitled to consideration of 
claims to additional species which are written in dependent form or otherwise include all the 
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limitations of an allowed generic claim as provided by 37 CFR 1.141. If claims are added after 
the election, applicant must indicate which are readable upon the elected species. MPEP 
§ 809.02(a). 

Should applicant traverse on the ground that the species are not patentably distinct, 
applicant should submit evidence or identify such evidence now of record showing the species to 
be obvious variants or clearly admit on the record that this is the case. In either instance, if the 
examiner finds one of the inventions unpatentable over the prior art, the evidence or admission 
may be used in a rejection under 35 U.S.C. 103(a) of the other invention. 

8. Applicant is advised that the reply to this requirement to be complete must include an 
election of the invention to be examined even though the requirement be traversed (37 

CFR 1.143). 

9. Applicant is reminded that upon the cancellation of claims to a non-elected invention, the 
inventorship must be amended in compliance with 37 CFR 1 .48(b) if one or more of the currently 
named inventors is no longer an inventor of at least one claim remaining in the application. Any 
amendment of inventorship must be accompanied by a petition under 37 CFR 1 .48(b) and by the 
fee required under 37 CFR 1 . 1 7(1). 

10. Any inquiry of a general nature or relating to the status of this general application should 
be directed to the Group receptionist whose telephone number is (703) 308-0196. 

Papers relating to this application may be submitted to Technology Center 1600, Group 
1640 by facsimile transmission. The faxing of such papers must conform with the notice 
published in the Official Gazette, 1096 OG 30 (November 15, 1989). Should applicant wish to 
FAX a response, the current FAX number for Group 1600 is (703) 308-4242. 
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Any inquiry concerning this communication or earlier communications from the examiner 
should be directed to, Sharon L. Turner, Ph.D. whose telephone number is (703) 308-0056. The 
examiner can normally be reached on Monday-Thursday from 7:30-6:00 P.M.. If attempts to 
reach the examiner by telephone are unsuccessful, the examiner's supervisor, Gary Kunz, can be 
reached at (703) 308-4623. 



Sharon L. Turner, Ph.D. 
September 25, 2000 




* 
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FILING DATE 



FIRST NAMED APPLICANT 



ATTORNEY DOCKET NO. 



EXAMINER 



ART UNIT 



PAPER NUMBER 



Please find below a communication from the EXAMINER in charge of this application 

This application contains sequence disclosures that are encompassed by the definitions 
for nucleotide and/or amino acid sequences set forth in 37 CFR 1.821(a)(1) and (a)(2). However, 
this application fails to comply with the requirements of 37 CFR 1 .82 1 through 1 .825 for the 
reason(s) set forth on the attached Notice To Comply With Requirements For Patent 
Applications Containing Nucleotide Sequence And/Or Amino Acid Sequence Disclosures. 
Applicant must comply with the requirements of the sequence rules (37 CFR 1 .821 - 1 .825) 
before the application can be examined under 35 U.S.C. §§ 131 and 132. 

Applicant is given ONE MONTH from the mailing date of this communication within 
which to comply with the sequence rules, 37 CFR 1 .821 - 1 .825. Failure to comply with these 
requirements will result in ABANDONMENT of the application under 37 CFR 1.821(g). 
Extensions of time may be obtained by filing a petition accompanied by the extension fee under 
the provisions of 37 CFR 1.136(a). Direct the reply to the undersigned. Applicant is requested 
to return a copy of the attached Notice to Comply with the reply. 

Any inquiry concerning this communication or earlier communications from the examiner 
should be directed to Examiner Turner whose telephone number is (703) 308-0056. If the 
examiner cannot be reached, inquiries can be directed to Supervisory Patent Examiner Gary 
Kunz whose telephone number is (703) 308-4623. The fax number for the organization where 
this application or proceeding is assigned is (703) 308-4242. 

Any inquiry of a general nature or relating to the status of this application should be 
directed to the Group receptionist whose telephone number is (703) 308-0196. 



A^ication Ho ^/j^ S99- 



NOtlCE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

Applicant must file the items indicated below within the time period set the Office action to which 
the Notice is attached to avoid abandonment under 35 U.S.C. § 133 (extensions of time may be 
obtained under the provisions of 37 CFR 1.136(a)). 

The nucleotide and/or amino acid sequence disclosure contained in this application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1.821 - 1.825 for the 
following reason(s): 



□ 
□ 
□ 



1. This application clearly fails to comply with the requirements of 37 C.F.R. 1.821-1.825. Applicant's 
attention is directed to the final rulemaking notice published at 55 FR 18230 (May 1, 1990), and 1114 
OG 29 (May 15, 1990). If the effective filing date is on or after July 1, 1998, see the final rulemaking 
notice published at 63 FR 29620 (June 1, 1998) and 1211 OG 82 (June 23, 1998). 

2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
Listing" as required by 37 C.F.R. 1.821(c). 

3. A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
37 C.F.R. 1.821(e). 

4. A copy of the "Sequence Listing" in computer readable form has been submitted. However, the 
content of the computer readable form does not comply with the requirements of 37 C.F.R. 1 .822 
and/or 1.823, as indicated on the attached copy of the marked -up "Raw Sequence Listing." 

5. The computer readable form that has been filed with this application has been found to be damaged 
and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1.825(d). 

6. The paper copy of the "Sequence Listing" is not the same as the computer readable from of the 
"Sequence Listing" as required by 37 C.F.R. 1.821(e). 



□ 

7. Other: OJU. Qtf(U/jML (tUTUf lA&fyTb ' 



Applicant Must Provide: 

An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 

An initial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry 
into the specification. 

A statement that the content of the paper and computer readable copies are the same and, where 
applicable, include no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 
1.825(b) or 1.825(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-421 6 
For CRF Submission Help, call (703) 308-4212 
Patentln Software Program Support 

Technical Assistance 703-287-0200 

To Purchase Patentln Software 703-306-2600 

PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR REPLY 





ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information Center 
(STIC) detected errors when processing the following CRF diskette: 



Application Serial Number: 
Art Unit / Team No. : 
Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS THE ERRORS DETECTED. 

PLEASE BE SURE TO FORWARD THIS INFORMATION TO THE APPLICANTS 
BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT 
COMMUNICATION TO THE APPLICANTS ALONG WITH A NOTICE TO 
COMPLY or, 

2) CALLING APPLICANTS AND FAXING THEM A COPY OF THE PRINTOUT 
WITH A NOTICE TO COMPLY 

THIS WILL INSURE THAT THE NEXT SUBMISSION RECEIVED FROM THEM 
WILL BE ERROR FREE. 

IF YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALL: 



MARK SPENCER 703-308-4212 



RawiSequ^^pKMhg'Error Summary,, . 




ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER: 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA** HEADERS, WHICH WERE INSERTED BY.PTO SOFTWARE 



1 



Wrapped Nuclelcs 



Wrapped Aminos 



The number/text "at the end of each line "wrapped" down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust you/jright margin to .3. as this will prevent "wrapping". 

The amino acid number/text at the end of each line "wrapped " down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 



Incorrect Line Length The Riles require that a line not exceed 72 characters in length. This includes spaces. 



Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



10 



j 



Skipped Sequences 
(NEW RULES) 



Use of n's or Xaa's 
(NEW RULES) 



The numbering under each 5th amino add is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any 'tabs and use spacing between the numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 
sequence(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 

to the subsequent amino acid sequence. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS :(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence Is intentionally skipped 

Please also adjust the "(Hi) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to <223> Is MANDATORY if n's or Xaa's are present 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



1 1 Use of <213>Organism Sequence(s) . 

(NEW RULES) 



b are missing this mandatory field or its response. 



12 



13 



Use of <220>Feature 
(NEW RULES) 



Patentln ver. 2.0 "bug" 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificial" or "Unknown- 
Please explain source of genetic material In <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 
file, resulting in missing mandatory numeric Identifiers and responses (as Indicated on raw sequence listing). 
Instead, please use "File Manager" or any other means to copy file to floppy disk. 
AKS-Biotechnology Systems Branch- 5/15/99 



^^r^RAW SEQUENCE LISTING ; ^^^DATE : 06/28/19 

PATENT APPLICATION US/09/328 # 877 „ TIME: 15:36:58 



Pauley, Adele M. fl/ f 

Pharmacia & Upjohn Company * • 

120> TITLE OF INVENTION: Human Sel-10 Polypeptides and Polynucleotides that 
Encode Them 

130> FILE REFERENCE: 6142 

140> CURRENT APPLICATION NUMBER: US/09/328 , 877 

141> CURRENT FILING DATE: 1999-06-09 

160> NUMBER OF SEQ ID NOS : 27 

170 > SOFTWARE: Patent In Ver. 2.0 

210> SEQ ID NO 1 

211> LENGTH: 3550 

212> TYPE: DNA 

213> ORGANISM: Homo sapiens 

400> SEQUENCE: 1 

ctcattattc cctcgagttc ttctcagtca agctgcatgt atgtatgtgt gtcccgagaa 60 
gcggtttgat actgagctgc atttgccttt actgtggagt tttgttgccg gttctgctcc 12 0 
ctaatcttcc ttttctgacg tgcctgagca tgtccacatt agaatctgtg acatacctac 180 
ctgaaaaagg tttatattgt cagagactgc caagcagccg gacacacggg ggcacagaat 240 
cactgaaggg gaaaaataca gaaaatatgg gtttctacgg cacattaaaa atgatttttt 3 00 
acaaaatgaa aagaaagttg gaccatggtt ctgaggtccg ctctttttct ttgggaaaga 3 60 
aaccatgcaa agtctcagaa tatacaagta ccactgggct tgtaccatgt tcagcaacac 420 
caacaacttt tggggacctc agagcagcca atggccaagg gcaacaacga cgccgaatta 480 
catctgtcca gccacctaca ggcctccagg aatggctaaa aatgtttcag agctggagtg 54 0 
gaccagagaa attgcttgct ttagatgaac tcattgatag ttgtgaacca acacaagtaa 600 
aacatatgat gcaagtgata gaaccccagt ttcaacgaga cttcatttca ttgctcccta 660 
aagagttggc actctatgtg ctttcattcc tggaacccaa agacctgcta caagcagctc 720 
agacatgtcg ctactggaga attttggctg aagacaacct tctctggaga gagaaatgca 780 
aagaagaggg gattgatgaa ccattgcaca tcaagagaag aaaagtaata aaaccaggtt 84 0 
tcatacacag tccatggaaa agtgcataca tcagacagca cagaattgat actaactgga 900 
ggcgaggaga actcaaatct cctaaggtgc tgaaaggaca tgatgatcat gtgatcacat 960 
gcttacagtt ttgtggtaac cgaatagtta gtggttctga tgacaacact ttaaaagttt 1020 
ggtcagcagt cacaggcaaa tgtctgagaa cattagtggg acatacaggt ggagtatggt 1080 
catcacaaat gagagacaac atcatcatta gtggatctac agatcggaca ctcaaagtgt 1140 
ggaatgcaga gactggagaa tgtatacaca ccttatatgg gcatacttcc actgtgcgtt 1200 
gtatgcatct tcatgaaaaa agagttgtta gcggttctcg agatgccact cttagggttt 1260 
gggatattga gacaggccag tgtttacatg ttttgatggg tcatgttgca gcagtccgct 1320 
gtgttcaata tgatggcagg agggttgtta gtggagcata tgattttatg gtaaaggtgt 1380 
gggatccaga gactgaaacc tgtctacaca cgttgcaggg gcatactaat agagtctatt 1440 
cattacagtt tgatggtatc catgtggtga gtggatctct tgatacatca atccgtgttt 1500 
gggatgtgga gacagggaat tgcattcaca cgttaacagg gcaccagtcg ttaacaagtg 1560 
gaatggaact caaagacaat attcttgtct ctgggaatgc agattctaca gttaaaatct 1620 
gggatatcaa aacaggacag tgtttacaaa cattgcaagg tcccaacaag catcagagtg 1680 



Input Set : 1328877. RAW 




110> APPLICANT: Gurney, Mark E. 
Li, Jinhe 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/328,877 



DATE: 06/287199 
TIME: 15:36:58 



Input Set : 1328877 .RAW 



45 ctgtgacctg tttacagttc aacaagaact ttgtaattac cagctcagat gatggaactg 17.40^ 

46 taaaactatg ggacttgaaa acgggtgaat ttattcgaaa cctagtcaca ttggagagtg 1800~' 

47 gggggagtgg gggagttgtg tggcggatca gagcctcaaa cacaaagctg gtgtgtgcag I860 ;* f r 
48, ttgggagtcg gaatgggact gaagaaacca agctgctggt gctggacttt gatgt:ggaca 19*20 ^ 

49 tgaagtgaag agcagaaaag atgaatttgt ccaattgtgt agacgatata ctccctgccc 1980 

50 ttccccctgc aaaaagaaaa aaagaaaaga aaaagaaaaa aatcccttgt tctcagtggt 2040 

51 gcaggatgtt ggcttggggc aacagattga aaagacctac agactaagaa ggaaaagaag 2100 

52 aagagatgac aaaccataac tgacaagaga ggcgtctgct gtctcatcac ataaaaggct 2160 

53 tcacttttga ctgagggcag ctttgcaaaa tgagactttc taaatcaaac caggtgcaat 2220 

54 tatttcttta ttttcttctc cagtggtcat tggggcagtg ttaatgctga aacatcatta 2280 

55 cagattctgc tagcctgttc ttttaccact gacagctaga cacctagaaa ggaactgcaa 2340 

56 taatatcaaa acaagtactg gttgactttc taattagaga gcatctgcaa caaaaagtca 2400 

57 ft^ ja tttttctgga gtggaaaagc ttaaaaaaat tactgtgaat tgtttttgta cagttatcat 2460 
W--> 58 ly^ I gaaaagcttt tttttttatt tttt&dccaa ccattgccaa tgtcaatcaa tcacagtatt 2520 

59 j/ A agcctctgtt aatctattta ctgttgcttc catatacatt cttcaatgca tatgttgctc 2580 

60 / *£/ / *% v aaaggtggca agttgtcctg ggttctgtga gtcctgagat ggatttaatt cttgatgctg 2640 

61 (*~ gtgctagaag taggtcttca aatatgggat tgttgtccca accctgtact gtactcccag 2700 

62 A tggccaaact tatttatgct gctaaatgaa agaaagaaaa aagcaaatta ttttttttat 2760 

63 * Sir tttttttctg ctgtgacgtt ttagtcccag actgaattcc aaatttgctc tagtttggtt 2820 . 

64 r atggaaaaaa gactttttgc cactgaaact tgagccatct gtgcctctaa gaggctgaga 2880 

65 atggaagagt ttcagataat aaagagtgaa gtttgcctgc aagtaaagaa ttgagagtgt 2 940 

66 gtgcaaagct tattttcttt tatctgggca aaaattaaaa cacattcctt ggaacagagc 3000 

67 tattacttgc ctgttctgtg gagaaacttt tctttttgag ggctgtggtg aatggatgaa 3060 

68 cgtacatcgt aaaactgaca aaatatttta aaaatatata aaacacaaaa ttaaaataaa 3120 

69 gttgctggtc agtcttagtg ttttacagta tttgggaaaa caactgttac agttttattg 3180 

70 ctctgagtaa ctgacaaagc agaaactatt cagtttttgt agtaaaggcg tcacatgcaa 3240 

71 - acaaacaaaa tgaatgaaac agtcaaatgg tttgcctcat tctccaagag ccacaactca 33 00 

72 \Q agctgaactg tgaaagtggt ttaacactgt atcctaggcg atcttttttc ctccttctgt 3360 
W--> 73 JyV^ ttattttttt gnttgtttta tttatagtct gatttaaaac aatcagattc aagttggtta 3420 

74 jj attttagtta tgtaacaacc tgacatgatg gaggaaaaca acctttaaag ggattgtgtc 3480 

75 tatggtttga ttcacttaga aattttattt tcttataact taagtgcaat aaaatgtgtt 3540 

76 ttttcatgtt 3550 

77 <210> SEQ ID NO 2 

78 <211> LENGTH: 3571 

79 <212> TYPE: DNA 

80 <213> ORGANISM: Homo sapiens 

81 <400> SEQUENCE: 2 

82 ctcagcaggt caggacattt ggtaggggaa ggttgaaaga caaaagcagc aggccttggg 60 

83 ttctcagcct tttaaaaact attattaaat atatattttt aaaatttagt ggttagagct 120 

84 tttagtaatg tgcctgtatt acatgtagag agtattcgtc aaccaagagg agttttaaaa 180 

85 tgtcaaaacc gggaaaacct actctaaacc atggcttggt tcctgttgat cttaaaagtg 240 

86 caaaagagcc tctaccacat caaaccgtga tgaagatatt tagcattagc atcattgccc 300 

87 aaggcctccc tttttgtcga agacggatga aaagaaagtt ggaccatggt tctgaggtcc 360 

88 gctctttttc tttgggaaag aaaccatgca aagtctcaga atatacaagt accactgggc 420 

89 ttgtaccatg ttcagcaaca ccaacaactt ttggggacct cagagcagcc aatggccaag 480 

90 ggcaacaacg acgccgaatt acatctgtcc agccacctac aggcctccag gaatggctaa 540 

91 aaatgtttca gagctggagt ggaccagaga aattgcttgc tttagatgaa ctcattgata 600 

92 gttgtgaacc aacacaagta aaacatatga tgcaagtgat agaaccccag tttcaacgag 660 

93 acttcatttc attgctccct aaagagttgg cactctatgt gctttcattc ctggaaccca 720 

94 aagacctgct acaagcagct cagacatgtc gctactggag aattttggct gaagacaacc 780 



PAGE: 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/328,877 



T DATE :. 0 6 / 2 8 / 1 9 9 9 
-TIME: -1-5:36:58 



Input Set : 1328877 .RAW 



w--> 



w--> 



95 

96 

97 

98 

99 
100 
101 
102 
103 
104 
105 
106 
107 
108 
109 
110 
111 
112 
113 
114 
115 
116 
117 
118 
119 
120 
121 
122 

123 \y 

126 
127 
128 
129 
130 
131 
132 
133 
134 
135 
136 
137 
138 
139 
140 
141 
142 
143 
144 



J 3 



i!/ 



<210> 
<211> 
<212> 



ttctctggag 

gaaaagtaat 

acagaa t tga 

atgatgatca 

atgacaacac 

gacatacagg 

cagatcggac 

ggcatacttc 

gagatgccac 

gtcatgttgc 

atgattttat 

ggcatactaa 

ttgatacatc 

ggcaccagtc 

cagattctac 

gtcccaacaa 

ccagctcaga 

acctagtcac 

acacaaagct 

tgctggactt 

tagacgatat 

aaatcccttg 

cagactaaga 

tgtctcatca 

ctaaatcaaa 

gttaatgctg 

acacctagaa 

agcatctgca 

ttgtttttgt 

atgtcaatca 

tcttcaatgc 

tggatttaat 

aaccctgtac 

aaagcaaatt 

caaatttgct 

tgtgcctcta 

caagtaaaga 

acacattcct 

gggctgtggt 

aaaacacaaa 

acaactgtta 

tagtaaaggc 

ttctccaaga 

gatctttttt 

caatcagatt 

aacctttaaa 

ttaagtgcaa 

SEQ ID NO 3 

LENGTH: 627 

TYPE : PRT 



agagaaatgc 
aaaaccaggt 
tactaactgg 
tgtgatcaca 
tttaaaagtt 
tggagtatgg 
actcaaagtg 
cactgtgcgt 
tcttagggtt 
agcagtccgc 
ggtaaaggtg 
tagagtctat 
aatccgtgtt 
gttaacaagt 
agttaaaatc 
gcatcagagt 
tgatggaact 
attggagagt 
ggtgtgtgca 
tgatgtggac 
actccctgcc 
ttctcagtgg 
aggaaaagaa 
cataaaaggc 
ccaggtgcaa 
aaacatcatt 
aggaactgca 
acaaaaagtc 
acagttatca 
atcacagtat 
atatgttgct 
tcttgatgct 
tgtactccca 
atttttttta 
ctagtttggt 
agaggctgag 
attgagagtg 
tggaacagag 
gaatggatga 
attaaaataa 
cagttttatt 
gtcacatgca 
gccacaactc 
cctccttctg 
caagttggtt 
gggattgtgt 
taaaatgtgt 



aaagaagagg 
ttcatacaca 
aggcgaggag 
tgcttacagt 
tggtcagcag 
tcatcacaaa 
tggaatgcag 
tgtatgcatc 
tgggatattg 
tgtgttcaat 
tgggatccag 
tcattacagt 
tgggatgtgg 
ggaatggaac 
tgggatatca 
gctgtgacct 
gtaaaactat 
ggggggagtg 
gttgggagtc 
atgaagtgaa 
cttccccctg 
tgcaggatgt 
gaagagatga 
ttcacttttg 
ttatttcttt 
acagattctg 
ataatatcaa 
atttttctgg 
tgaaaagctt 
tagcctctgt 
caaaggtggc 
ggtgctagaa 
gtggccaaac 
ttttttttct 
tatggaaaaa 
aatggaagag 
tgtgcaaagc 
ctattacttg 
acgtacatcg 
agttgctggt 
gctctgagta 
aacaaacaaa 
aagctgaact 
tttatttttt 
aattttagtt 
ctatggtttg 
tttttcatgt 



ggattgatga 

gtccatggaa 

aactcaaatc 

tttgtggtaa 

tcacaggcaa 

tgagagacaa 

agactggaga 

ttcatgaaaa 

agacaggcca 

atgatggcag 

agactgaaac 

ttgatggtat 

agacagggaa 

tcaaagacaa 

aaacaggaca 

gtttacagtt 

gggacttgaa 

ggggagttgt 

ggaatgggac 

gagcagaaaa 

caaaaagaaa 

tggcttgggg 

caaaccataa 

actgagggca 

attttcttct 

ctagcctgtt 

aacaagtact 

agtggaaaag 

ttttttttat 

taatctattt 

aagttgtcct 

gtaggtcttc 

ttatttatgc 

gctgtgacgt 

agactttttg 

tttcagataa 

ttattttctt 

cctgttctgt 

taaaactgac 

cagtcttagt 

actgacaaag 

atgaatgaaa 

gtgaaagtgg 

tgnttgtttt 

atgtaacaac 

attcacttag 

t 



accattgcac 
aagtgcatac 



tcctaaggtg 

ccgaatagtt 

atgtctgaga 

catcatcatt 

atgtatacac 

aagagttgtt 

gtgtttacat 

gagggttgtt 

ctgtctacac 

ccatgtggtg 

ttgcattcac 

tattcttgtc 

gtgtttacaa 

caacaagaac 

aacgggtgaa 

gtggcggatc 

tgaagaaacc 

gatgaatttg 

aaaagaaaag 

caacagattg 

ctgacaagag 

gctttgcaaa 

ccagtggtca 

cttttaccac 

ggttgacttt 

cttaaaaaaa 

tttttngcca 

actgttgctt 

gggttctgtg 

aaatatggga 

tgctaaatga 

tttagtccca 

ccactgaaac 

taaagagtga 

ttatctgggc 

ggagaaactt 

aaaatatttt 

gttttacagt 

cagaaactat 

cagtcaaatg 

tttaacactg 

atttatagtc 

ctgacatgat 

aaattttatt 



atcaagagaa 
■atcagacagc 
^StSjaaaggac 
agtggttctg 
acattagtgg 
agtggratcta 
accttatatg 
agcggttctc 
gttttgatgg 
agtggagcat 
acgttgcagg 
agtggatctc 
acgttaacag 
tctgggaatg 
acattgcaag 
tttgtaatta 
tttattcgaa 
agagcctcaa 
aagctgctgg 
tccaattgtg 
aaaaagaaaa 
aaaagaccta 
aggcgtctgc 
atgagacttt 
ttggggcagt 
tgacagctag 
ctaattagag 
ttactgtgaa 
accattgcca 
ccatatacat 
agtcctgaga 
ttgttgtccc 
aagaaagaaa 
gactgaattc 
ttgagccatc 
agtttgcctg 
aaaaattaaa 
ttctttttga 
aaaaatatat 
atttgggaaa 
tcagtttttg 
gtttgcctca 
tatcctaggc 
tgatttaaaa 
ggaggaaaac 
ttcttataac 



840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3571 



TIME: 15:36:58 



.145 <2 1 3 > T ; ORGANISM : Homo sapiens 
14 6 < 4 6 0 >^S EQUENCE : 3 



147 


• ■-•'.Pf-Met' 


- Cys 


Val 


Pro 


Arg 


Ser 


Gly Leu He 


i a a 
14 o 










c 
J 






149 


Cys 


Gly Val 


Leu 


Leu 


Pro 


Val Leu Leu 
















25 


151 


Cys 


Leu 


Ser 


Mec 


Ser 


Thr 


Leu Glu Ser 


152 






35 








40 


153 


Cjiy 


Leu 


Tyr 


Cys 


r*l n 


Arg 


Leu Pro Ser 


T C A 

154 




50 










55 


155 


Glu 


Ser 


Leu 


Lys 


(jiy 


Lys 


Asn Thr Glu 


156 


65 










70 




157 


Leu 


Lys 


Met 


lie 


pne 


Tyr 


Lys Met Lys 


ICO 

158 










O D 






159 


Glu 


Val 


Arg 


Ser 


13 Vl A 

pne 


Ser Leu Gly Lys 


160 








inn 






105 


161 


Tyr 


Thr 


Ser 


Tnr 


mr 


Gly Leu Val Pro 


162 






115 








120 


163 


Pne 


Gly Asp 


Leu 


Arg 


Ala Ala Asn Gly 






130 










135 


165 


lie 


Thr 


Ser 


vai 


bin 


Pro 


Pro Thr Gly 


1 /re 

lb b 












150 




167 


Pne 


Gin 


Ser 


Trp 


Ser 


Gly Pro Glu Lys 


loo 










lOD 






169 


Ti- 
ne 


Asp 


Ser 


Cys 


(jJ-U 


Pro 


Thr Gin Val 


17 0 








ion 

JLo U 






185 


171 


Glu 


Pro 


Gin 


pne 


c?in 


Arg 


Asp Phe lie 


172 






195 








200 


173 


Ala 


Leu 


Tyr 


vai 


T A** 

Leu 


Ser 


Phe Leu Glu 


174 




210 










215 


175 


Ala 


Gin 


Thr 


Cys 


Arg 


Tyr 


Trp Arg He 


I/O 


225 










230 




177 


Trp 


Arg 


Glu 


Lys 


Cys 


Lys 


Glu Glu Gly 


178 










245 






179 


Lys 


Arg 


Arg 


Lys 


Val 


He 


Lys Pro Gly 


180 








260 






265 


181 


Ser 


Ala 


Tyr 


He 


Arg 


Gin 


His Arg He 


182 






275 








280 


183 


Glu 


Leu 


Lys 


Ser 


Pro 


Lys 


Val Leu Lys 


184 




290 










295 


185 


Thr 


Cys 


Leu 


Gin 


Phe 


Cys Gly Asn Arg 


186 


305 










310 




187 


Asn 


Thr 


Leu 


Lys 


Val 


Trp 


Ser Ala Val 


188 










325 






189 


Leu 


Val Gly 


His 


Thr 


Gly Gly Val Trp 


190 








340 






345 


191 


He 


He 


He 


Ser Gly 


Ser 


Thr Asp Arg 


192 






355 








. 360 


193 


Glu 


Thr Gly 


Glu 


Cys 


He 


His Thr Leu 


194 




370 










375 



Input Set: 1328877. RAW ^ 



^LeuTSer 


/Cys 


llle 


Cys 


Leu 


Tyr 






10 








15 


* 






Pro Asn 


Leu 


Pro 


Phe 


Leu 


Thr 












30 










Val Thr 


Tyr 


Leu 


Pro 


Glu 


Lys 










45 












Ser Arg 


Thr 


His 


Gly 


Gly 


Thr 








60 














Asn Met 


Gly Phe 


Tyr 


Gly 


Thr 






75 










80 






Arg Lys 


Leu 


Asp 


His 


Gly 


Ser 






90 








95 








Lys Pro 


Cys 


Lys 


Val 


Ser 


Glu 












110 










Cys Ser 


Ala 


Thr 


Pro 


Thr 


Thr 










125 












Gin Gly Gin Gin 


Arg 


Arg 


Arg 








140 














Leu Gin 


Glu 


Trp 


Leu 


Lys 


Met 






155 










160 






Leu Leu 


Ala 


Leu 


Asp 


Glu 


Leu 






170 








175 








Lys His 


Met 


Met 


Gin 


Val 


He 












190 










Ser Leu 


Leu 


Pro 


Lys 


Glu 


Leu 










205 












Pro Lys 


Asp 


Leu 


Leu 


Gin 


Ala 








220 














Leu Ala 


Glu 


Asp 


Asn 


Leu 


Leu 






235 










240 






He Asp 


Glu 


Pro 


Leu 


His 


He 






250 








255 








Phe He 


His 


Ser 


Pro 


Trp 


Lys - 












270 










Asp Thr 


Asn 


Trp 


Arg 


Arg 


Gly 










285 












Gly His Asp Asp 


His 


Val 


He 








300 














He Val 


Ser Gly 


Ser 


Asp 


Asp 






315 










320 






Thr Gly Lys 


Cys 


Leu 


Arg 


Thr 






330 








335 








Ser Ser 


Gin 


Met 


Arg 


Asp 


Asn 












350 










Thr Leu 


Lys 


Val 


Trp 


Asn 


Ala 










365 












Tyr Gly His 


Thr 


Ser 


Thr 


Val 







380 




PAGES'— -5™ 



RAW .SEQUENCE rLISTING^ 
PATENT~APPLIGAT^GN-US/09/328 , 877 



TIME :^t5^:3 6^^— : 



Input Set: I32^B^,j^fp^ 



195 ;. Arg Cys Met His Lej^Hi s; < ^^ Val Ser Gly Ser ArgjAsj> 

196^ 385 ' ;-v p : Spfflp|L^ ^^ 395 -400 

197? Ala Thr l^u' 'Ars'^l^i^^^^^^^^T^ Gly Gin Cys Leu His Val 

198 405 -^Yf'^J ' 410 . 415 

199 Leu Met Gly His Val Ala Ala Val Arg Cys Val Gin Tyr Asp Gly Arg 

200 420 425 430 

201 Arg Val Val Ser Gly Ala Tyr Asp Phe Met Val Lys Val Trp Asp Pro 

202 435 440 445 

203 Glu Thr Glu Thr Cys Leu His Thr Leu Gin Gly His Thr Asn Arg Val 

204 450 455 460 

205 Tyr Ser Leu Gin Phe Asp Gly lie His Val Val Ser Gly Ser Leu Asp 

206 465 470 475 480 

207 Thr Ser lie Arg Val Trp Asp Val Glu Thr Gly Asn Cys lie His Thr 

208 485 490 495 

209 Leu Thr Gly His Gin Ser Leu Thr Ser Gly Met Glu Leu Lys Asp Asn 

210 500 505 510 

211 lie Leu Val Ser Gly Asn Ala Asp Ser Thr Val Lys lie Trp Asp lie 

212 515 520 525 

213 Lys Thr Gly Gin Cys Leu Gin Thr Leu Gin Gly Pro Asn Lys His Gin 

214 530 535 540 

215 Ser Ala Val Thr Cys Leu Gin Phe Asn Lys Asn Phe Val lie Thr Ser 

216 545 550 555 560 

217 Ser Asp Asp Gly Thr Val Lys Leu Trp Asp Leu Lys Thr Gly Glu Phe 

218 565 570 575 

219 lie Arg Asn Leu Val Thr Leu Glu Ser Gly Gly Ser Gly Gly Val Val 

220 580 585 590 

221 Trp Arg lie Arg Ala Ser Asn Thr Lys Leu Val Cys Ala Va-1 Gly Ser 

222 595 600 605 

223 Arg Asn Gly Thr Glu Glu Thr Lys Leu Leu Val Leu Asp Phe Asp Val 

224 610 615 620 

225 Asp Met Lys 

226 625 

227 <210> SEQ ID NO 4 

228 <211> LENGTH: 592 

229 <212> TYPE: PRT 

230 <213> ORGANISM: Homo sapiens 

231 <400> SEQUENCE: 4 




232 


Met 


Ser 


Thr 


Leu 


Glu 


233 


1 








5 


234 


Cys 


Gin 


Arg 


Leu 


Pro 


235 








20 




236 


Lys 


Gly 


Lys 


Asn 


Thr 


237 






35 






238 


He 


Phe 


Tyr 


Lys 


Met 


239 




50 








240 


Ser 


Phe 


Ser 


Leu 


Gly 


241 


65 










242 


Thr 


Thr 


Gly 


Leu 


Val 


243 










85 


244 


Leu 


Arg 


Ala 


Ala 


Asn 



10 



15 



25 



30 



40 



45 



55 



60 



70 



75 



80 



90 



95 



Line ? Error/Warning 



Original Text 



58 w n N n or "Xaa" used ^Feature-required 

73 W "N" or "Xaa" used^Feat uf^^ required 

123 W "N" or w Xaa" used:feF^ture^rec[uired 

138 W "N" or "Xaa" used:- Feature ^required 



gaaaagcttt tttttttatt^ttttngccaa ccattgcc 
ttattttttt gnttgtt tt 1 1 tat agtc t-ga t ttaaa 
ttgtttttgt acagttatca rtgaaaagct't-.tttt tttt 
gatctttttt cctccttctg tttatttttt tgiittgtt 



